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Global Summary

%DE = 0.07

# genes with fdr < 0.2  = 2221  ( 1017 + / 1204  −)

# genes with fdr < 0.1  = 1767  ( 792 + / 975  −)

# genes with fdr < 0.05  = 1253  ( 550 + / 703  −)

# genes with fdr < 0.01 = 809  ( 349 + / 460  −)

# genes in genesets = 16360

<FC> = 0

<t−score> = −0.01

<p−value> = 0.22

<fdr> = 0.93
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novel transcript

calcium voltage−gated channel subunit alpha1 A [Source:HGNC Symbol;Acc:HGNC:1388]

EGF containing fibulin extracellular matrix protein 1 [Source:HGNC Symbol;Acc:HGNC:3218]

heat shock protein family A (Hsp70) member 1B [Source:HGNC Symbol;Acc:HGNC:5233]

period circadian regulator 1 [Source:NCBI gene;Acc:5187]

frizzled class receptor 7 [Source:HGNC Symbol;Acc:HGNC:4045]

neuromedin B [Source:HGNC Symbol;Acc:HGNC:7842]

solute carrier family 14 member 1 (Kidd blood group) [Source:HGNC Symbol;Acc:HGNC:10918]

potassium calcium−activated channel subfamily N member 3 [Source:HGNC Symbol;Acc:HGNC:6292]

TCDD inducible poly(ADP−ribose) polymerase [Source:HGNC Symbol;Acc:HGNC:23696]

stonin 1 [Source:HGNC Symbol;Acc:HGNC:17003]

trichohyalin [Source:HGNC Symbol;Acc:HGNC:11791]

dehydrogenase/reductase 2 [Source:HGNC Symbol;Acc:HGNC:18349]

transcription factor AP−2 beta [Source:HGNC Symbol;Acc:HGNC:11743]

tweety family member 1 [Source:HGNC Symbol;Acc:HGNC:13476]

secreted frizzled related protein 2 [Source:HGNC Symbol;Acc:HGNC:10777]

zinc finger protein 521 [Source:HGNC Symbol;Acc:HGNC:24605]

fin bud initiation factor homolog [Source:HGNC Symbol;Acc:HGNC:33747]

synaptotagmin like 4 [Source:HGNC Symbol;Acc:HGNC:15588]
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Global Geneset Analysis

Rank GSZ p−value #all Geneset
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cell cycle

DNA replication

cell division
DNA repair

cellular response to DNA damage stimulus

chromosome segregation

translation
DNA replication initiation

G1/S transition of mitotic cell cycle

CENP−A containing nucleosome assembly

mitotic cell cycle

DNA replication origin binding

viral transcription

translational initiation
regulation of G2/M transition of mitotic cell cycle

G2/M transition of mitotic cell cycle

SRP−dependent cotranslational protein targeting to membrane

mitotic sister chromatid segregation

anaphase−promoting complex−dependent catabolic process

kinetochore assembly

Underexpressed

1
2
3
4
5
6
7
8
9
10
11
12
13
14
15
16
17
18
19
20

−11.13
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−6.26
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plasma membrane
signal transduction

membrane
G protein−coupled receptor signaling pathway
neural tube development
phospholipase C−activating G protein−coupled receptor signaling pathway
positive regulation of osteoblast differentiation
cytokine−mediated signaling pathway
positive regulation of inflammatory response
positive regulation of membrane protein ectodomain proteolysis

cell adhesion
positive regulation of fat cell differentiation
Golgi apparatus
inflammatory response
planar cell polarity pathway involved in neural tube closure
negative regulation of epithelial cell proliferation
non−canonical Wnt signaling pathway
neutrophil degranulation
positive regulation of ERK1 and ERK2 cascade
negative regulation of neuron projection development


